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Figure 2: 
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Amino acid sequence of peptabodv Irrelevant : 

MYSFEDLHHHHHHGDLGPQMLRELQETNAALQDVRDYLRQLVREITFLKN 
TVMECDACGMQQTSPPTPPTPSPSTPPTPSPRS* 



Amino acid sequence of peptabodv EGF : 

MYSFEDLHHHHHHGDLGPQMLRELQETNAALQDVRDYLRQLVREITFLKN 

TVMECDACGMQQTSPPTPPTPSPSTPPTPSPRSNSDSECPLSHDGHCLH 

DGVCMYIEALDKYACNCWGYIGERCQYRDLKWWELR* 
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Figure 5: 



1.2 1 




0,1 1 10 100 



log p-EGF [nM| 



WO 2004/087766 



10/551977 

PCT/IB2004/001049 



6/19 



Figure 6: 
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Figure 10: 
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Figure 12: 
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Figure 18: 
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Figure 19a: 
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Figure 20: 
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Figure 22: 

DNA Sequence Irrelevant Peptabody: MOPOO 

^rGTATAGCTTTGAAGATCrGGCTAGC CATCATCATC^ CCATCATr^AOArnTr^r^ 

CGCAGATGCTGCGTGAACTGCAGGAAACCAACGCTGCTCTGCAGGACGTTCGTGACTA 

CCTGCGTCAGCTGGTTCGTGAAATCACCTTCCTGAAAAACACCGTTATGGAATGCGAC 

GCTTGCGGTATGCAGCAGACTAGTCCGCCTACTCCGCCAACTCCGTCTCCGTCTACTCC 
GCCAA CTCC GTCTCCGA GA TCTTAA 

Protein Sequence Irrelevant Peptabody: MDPOO 

MY SFEDLAJSHHHHIfflGDLGPQMLRELQETNAALQDVRDYLRQLV^ITFIJCNTVMECn A 
CGMQQTSPPTPPTPSPSTPPTPSPRS* A 

Figure 23: 

DNA Sequence Peptabody EGF: MDPOl 



^rGTATAGCTTTGAAGATCTGGCTAGC CATCATCATCACCATCAT GnAGArrTfyir^^ 
CGCAGATGCTGCGTGAACTGCAGGAAACCAACGCTGCTCTGCAGGACGTTCGTGACTA 
CCTGCGTCAGCTGGTTCGTGAAATCACCTTCCTGAAAAACACCGTTATGGAATGCGAC 
GCTTGCGGTATGCAGCAGACTAGTCCGCCTACTCCGCCAACTCCGTCTCCGTCTACTCC 
GCCAA CTCCGTCTCCGAGATC CAATTCTGACTCTGAATGCCCATTGTC.TC. A f!fS A can 
TTACTGCTTGCACGAC GGTGTTTGCATGTACATCGAAGCTCTGGAr A A ATArnrr 

TGCAACTGCGTTGTTGG TTACATCGGTGAACGTTGrCAATACCGAGATCTGAAAT 
GGTGGGAACTGCGT7/L4 ** " ~~ ~~ 



Protein Sequence Peptabody EGF: MDPOl 



MYSFEDLASHHHHHHGDLGPQMLRELQETNAAX^ 

CGMQQTSPPTPPTPSPSTP PrPiSIPRS NSDSECPLSHDGVfTT .TJDGVCMYIE AT , DlfV A f iVf 
WGYIGERCQYRDLKWWELR * ' 
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Figure 24: 



DNA Sequence Peptabody GBP: MDP03 

A yGTATAGCTTTGAAGATCTGGCTAG CC ATC ATCATC A C.C A Tf! A TC fi A r? A rr"rrzrzr*r<r> 

CGCAGATGCTGCGTGAACTGCAGGAAACCAACGCTGCTCTGCAGGACGTTCGTGACTA 
CCTGCGTCAGCTGGTTCGTGAAATCACCTTCCTGAAAAACACCGTTATGGAATGCGAC 
GCTTGCGGTATGCAGCAGACTAGTCCGCCT^I CTCCGCCAACTCCGTCTCCGTCTA CTCC 
gCC^CrCCgrCTCCGAGATCT GAAAACTTTTrrGGCGGCTGCGT GGrri^rir-TATA 

tgcgtaccccggatggccgttgcaaaccgaccttttatca7^4 



Protein Sequence Peptabody GBP : MDP03 



AfySlfflDLASHHHHHHGDLGPQMLRELQETNA 

CGMQQTSPPTPPTPSPSTPPTPSPRS ^NFSGGCVACiYMRTPTiCl'RCKPTFYO* 
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Figure 25: 

Production of decabodies fused to different Enhancers 
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Production of peptabodies fused to different Enhancers 
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Figure 27: 




